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Desgn and realization of a DNA sequence classfication system
based on support vector machines
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2. College of Arts and Sciences of Beijing Union Universty , Beijing 100083, China)

Abstract The distribution of DNA sequence samples must be known when classifying by the traditional statistical meth-
ods, urfortunately, it is unknown in most application cases. This paper mainly developed a DNA sequence classifica-
tion system based on support vector machines (SYM) by VB and Matlab and proposed an new approach to express the
DNA sequence data. The test results showed that the system had the merits of dynamically selecting DNA training sam-
ples and the samples to be tested, as well as supporting the parameters in SYM model. The system can also dynami-
cally output the calculating results on demand o users, automatically make a statistics of reorganization rate to investi-
gate the effects of parameters variations on the the computing results for a prediction process of a set o correctly clas-

sified DNA sequences.
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