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GeneticL inkageM ap Constructed by Using a BC: Population
and QTL Analysisof Plant Height for Canmon W ild Rice
and Cultivated Rice

LiChen Sun Chuanging M u Ping ChenlL iang W ang Xiangkun
(College of Crop Sciences, CAU )

Abstract A genetic map including 120 RFL P markers covering 1418 2 dM has been
oonstructed using a BC: population derived from a cross betw een common wiild rice (Oryza
ruf ipogon Griff. ) from Dongxiang, Jiangxi Province, China, and an elite indica variety
“ Guichao 2". There is 11 8 &M between RFL P markers The linkage orders and genetic
distances of markers in thismap are basically consistent w ith the map constructed by Rice
Genome Program of Japan except themarkers of short am of Chromosome 1 T he genetic
map will be useful for study of the classification traits and agronomic characters betw een
cultivated and w ild rice, aswell asmolecular evolution mechanisn of cultivated rice The
QTL s analysis of plant height indicated that there are six QTL s located at the region of
C955— R1613 of Chromosome 1, G51—C1677 of Chromosome 3, G237—G331 of
Chromosome 4, R3166—R 1838 of Chromosome 5, R2976—C1115 of Chromosome 8 and
R1687—C1454 of Chromosome 9 regectively. The detected QTL s affecting this key
agronom ic trait forw ild rice and cultivated ricew ill be useful for study of molecular evolution
mechanisn of cultivated rice and mprovanent of plant height
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